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Abstract

The design of algorithms with a performance guarantee in a new (potentially
different) domain is a fundamental challenge in artificial intelligence. In the
literature, notions of invariance across domains and subsequent modelling choices
to exploit them characterize a large body of work that spans the areas of domain
generalization and causal inference. In the latter, causal diagrams are used to
encode invariances in individual causal mechanisms. Several graphical criteria and
methodologies exploiting causal structure, also known as transportability theory,
have been proposed for point estimation. In this paper, we introduce the task of
partial transportability as a new conceptual approach to the problem of domain
generalization. We seek to derive tight bounds around an optimal prediction
function, e.g. EP˚ rY | Xs where P˚ is the (unobserved) distribution of new
data, using domain knowledge in the form of causal diagrams and data from
source domains. Such bounds explicitly capture the inherent uncertainty in domain
generalization problems and can be used to derive point estimates with a formal
distributional robustness guarantee. In practice, we show that in systems of discrete
observables we can design provably consistent algorithms for inferring bounds,
and that their performance compares favourably with baselines exploiting other
types of invariances across domains.

1 Introduction

A unifying goal of Artificial Intelligence is to design algorithms that generalize, in the sense that
predictions and conclusions learned from one or several source domains (e.g. in controlled laboratory
circumstances, from a specific study or population, etc.) can be applied elsewhere, in a target domain
that may differ in several aspects from source domains. For example, early warning systems in
intensive care units may be developed using patient trajectories from a restricted set of hospitals,
ultimately with the goal of being deployed for the benefit of patient populations in different locations.
The hope (and expectation) is that if certain invariances across patient populations can be identified
and exploited, a prediction algorithm deployed on a new population will perform as intended even if
no data from it is trained on.

This task spans several different lines of research in machine learning, typically studied under the
umbrella of domain generalization [3, 8, 9, 23, 11, 36, 35, 40, 31, 19, 25, 22], and in causal inference,
where it is known as transportability theory [28, 6, 7, 8, 21, 14]. In the former, statistical invariances
in marginal distributions of covariates across domains P pXq, in conditional distributions of labels
given covariates across domains P pY | Xq, and several variations of them have been proposed as
grounding assumptions under which generalization guarantees can be established. A prominent
technique, for example, trains a model with the intent of capturing invariant associations across
multiple source domains, while ignoring associations that are observed to vary, so called spurious
[3, 29, 23]. In turn, within the transportability literature, domains are associated with an underlying
causal model that is assumed to differ in one or more of its component parts across domains, typically
encoded in causal diagrams that locate discrepancies and invariances. Several criteria, algorithms, and
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Figure 1: Diagrams representing causal structure and differences in causal mechanisms across pairs of domains,
denoted with square indicator nodes. Bi-directed arcs denote unobserved confounding.

estimation methods have been developed to exploit structural invariances in order to point identify a
particular query of interest, e.g. a prediction function EP rY | Xs, from the available source data only
[28, 6, 7, 21, 14]. In both families of methods, however, the explicit objective is to return a single

prediction function that is expected to perform in a potentially large set of candidate target domains.
There is an element of under-identifiability in domain generalization problems that may lead to large
variations in the optimality of chosen prediction functions.

Figure 2: Alzheimer’s prediction task.

For concreteness, consider a learning scenario depicted
in Fig. 2 in which a researcher is tasked with the prog-
nosis of Alzheimer’s disease with access to patient data
in two hospitals ⇡a,⇡b with records on a number of ex-
isting conditions. Among those, X1 and X2 are existing
treatments for hypertension and clinical depression, re-
spectively, both known to influence Alzheimer’s disease
Y , and blood pressure W . Their biological mechanisms
are somewhat understood, e.g. the effect of hypertension is mediated by blood pressure W , although
several unobserved factors, such as physical activity levels and diet patterns, are expected to si-
multaneously affect both conditions [34]. Hypertension and clinical depression are not known to
affect each other, although it’s common for patients with clinical depression to simultaneously be
at risk of hypertension [24]. In reality, the prediction engine is to be deployed in a third hospital
⇡˚ where no patient data has been recorded. Existing data can be useful but has to be handled with
care, especially if we suspect differences across domains; for example, in the distribution of blood
pressure P˚

pwq ‰ P a
pwq or in the assignment of hypertension medication P˚

px1q ‰ P b
px1q. Fig. 1

describes the graphical representation of this environment. A naive approach, seeking invariant predic-
tors across source distributions, e.g. fpx1, x2, wq :“ EParY | x1, x2, ws, may be sub-optimal as the
invariance is not expected to hold in the deployment domain, i.e. fpx1, x2, wq ‰ EP˚ rY | x1, x2, ws.
Consider an instance where W – 1´U, Y – pW‘Uq¨X2,; Y,W,U,X2 P t0, 1u; ‘ is the exclusive
or operator; U is independently distributed; among patients in the deployment hospital ⇡˚, importantly,
blood pressure is given by W – U . For an individual with characteristics w “ 0, x2 “ 1, x1 “ 1,
fpx1, x2, wq “ 0, which is quite far from the optimal prediction EP˚ rY | x1, x2, ws “ 1.

This example shows that differences across domains may be complex and non-trivially influence
the expected performance of prediction algorithms. Invariant predictors can be limited in their
generalization guarantees even if their ability to learn invariant associations across source domains
suggests that they may serve as good predictors without considering the underlying structure of the
phenomenon of interest. This example also emphasizes a pervasive feature of under-identifiability of
optimal prediction functions. Under mean squared errors, for instance, the optimal prediction function
(if target data were available) is given by EP˚ rY | x1, x2, ws which cannot be uniquely computed
given source data and the qualitative assumptions on causal associations and structural discrepancies
given in the diagrams in Fig. 1, e.g. different assignments of W induce different optimal predictors.
One may be tempted to conclude that little progress can be done. However, several mechanisms are
typically shared / invariant across domains, e.g. the ones associated with Y or X2. This implies that
optimal prediction functions (even though not uniquely computable) are rarely totally unconstrained.
For every input, e.g. px1, x2, wq, optimal predictions can typically be bounded to lie in a non-trivial
interval; similarly to the manner in which causal effects can be bounded in the causal inference
literature, the so called partial identification problem [42, 4, 12].

In this paper, we start by graphically characterizing the generalization guarantees of (a certain class
of) invariance learning algorithms through a causal lens, showing the type of scenarios in which they
can be expected to extrapolate given a finite set of source datasets. This analysis interprets invariance
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learning as solutions to a specific distributionally robust optimization problem [11], with a minimum
performance guarantee over a set of domains. Our main objective is to motivate and introduce a
broader optimization problem – the task of partial transportability – to account for the inherent
uncertainty in domain generalization problems. Partial transportability aims at bounding, instead of
point estimating, a query in an arbitrary target domain of interest, such as EP˚ rY | xs, given data from
one or more source domains and qualitative knowledge about the structural changes between domains
in the form of causal diagrams. We then demonstrate that certain derived solutions from this problem
have a wide distributional robustness guarantee and propose a concrete implementation that leverages
canonical parameterizations of causal models to give approximate solutions in systems of discretely-
valued variables using a Bayesian inference approach. The resulting bounds are demonstrated to be
sound and tight asymptotically, in the sense that they leverage all prior information encoded in causal
diagrams.

2 Background

We adopt the setting of domain generalization. We assume access to k source domains ⇡1,⇡2, . . . ,⇡k

with associated structural causal models (SCMs) M1,M2, . . . ,Mk that define their underlying data
generating mechanisms [27, Definition 7.1.1]. A SCM M is a tuple M “ xV,U,F , P y where V
is a set of endogenous variables and U is a set of exogenous variables. Each exogeneous variable
U P U is distributed according to a probability measure P puq. F is a set of functions where
each fV P F determines the deterministic dependencies of V on other parts of the system. That
is, v :“ fV ppaV ,uV q, with PaV Ä V, and UV Ä U, the exogeneous sources of variation that
influence V . Values of U are drawn from an exogenous distribution P puq. We assume the model
to be recursive, i.e. that there are no cyclic dependencies among the variables, such as to define a
distribution P pvq over endogenous variables V.

A SCM induces a causal graph G “ pV, Eq in which each variable in V is associated with a node;
we draw a directed edge between two variables X Ñ Y P E if X appears as an argument of
fY in the SCM, and a bi-directed edge X Ø Y if UX X UY ‰ H, that is X and Y share an
unobserved confounder. The set of parent nodes of X in G is denoted by papXqG “

î
XPX papXqG .

Its capitalized version Pa includes the argument as well, e.g. PapXqG “ papXqG Y X. We will
make use a special clustering of the nodes in V called c-components [37]: two nodes are in the
same c-component C Ñ V if and only if they are connected by a path of bi-directed edges. c-
components form a partition over exogenous variables: a c-component C Ñ V is said to cover an
exogenous variable U if U P

î
V PC UV . We denote with CU the c-component covering U . As an

example, the diagram in Fig. 1 has c-components tX1, X2u and tW,Y u; and CUX1,X2
“ tX1, X2u,

CUW,Y “ tW,Y u. For a more detailed survey on SCMs, we refer readers to [27, 5].

Our focus is on a query, such as EP˚ rY | Xs, to be evaluated in a target domain ⇡˚ (potentially)
different from source domains. Typically, Y is an outcome variable, X is a set of covariates, and
Y Y X “ V. Domains are assumed to agree on the set of measured variables but may otherwise
vary. In the literature on transportability theory, see e.g. [28], such differences are called domain
discrepancies and can be encoded in selection diagrams.
Definition 1 (Domain Discrepancy). Let ⇡a

and ⇡b
be domains associated, respectively, with SCMs

Ma
and M b

and causal diagrams Ga
and Gb

. We denote by �a,b
Ä V a set of variables such that,

for every V P �a,b
, there might exist a discrepancy, i.e. fa

V ‰ f b
V and/or P a

pUV q ‰ P b
pUV q.

Definition 2 (Selection diagram). Given domain discrepancies �a,b
between two domains ⇡a

and

⇡b
and a causal graph Ga

“ xV, Ey, let S “ tSV : V P �a,b
u be called selection nodes. Then, a

selection diagram Ga,b
is defined as a graph pV Y S, E Y tSV Ñ V uSV PSq.

Selection nodes locate the mechanisms where structural discrepancies between the two domains
are suspected to take place. The absence of a selection node pointing to a variable represents the
assumption that the mechanism responsible for assigning value to that variable is identical in both
domains. For the medical example, Fig. 1a shows a selection diagram comparing domains ⇡˚ and
⇡a in which the SW node indicates a structural difference in the assignment of W , either f˚

W ‰ fa
W

and/or P˚
puW q ‰ P a

puW q, but not in the assignment of other variables, for instance f˚
Y “ fa

Y and
P˚

puY q “ P a
puY q. Fig. 1b and Fig. 1c are selection diagrams that compare domains p⇡˚,⇡b

q and
p⇡a,⇡b

q respectively.
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Figure 3: Graphs used in Sec. 3.1.

3 Domain generalization through the lens of transportability

Domain generalization problems involve a degree of uncertainty around optimal prediction rules in a
target domain depending on the structural differences between it and available source domains. A
natural objective for the design of prediction functions is to minimize "worst-case" losses over an
uncertainty set of potential target distributions.
Definition 3 (Causal robust optimization). For a target domain ⇡˚

with causal graph G˚
, the causal

robust optimization problem is defined as

arg min
f

max
MPMpG˚q

EPM rpY ´ fpXqq
2
s, (1)

where MpG˚
q denotes the family of SCMs whose functional associations can be summarized by G˚

.

In the literature, selection diagrams are mostly implicit. It is common to define predictors without
making (explicit) assumptions on the underlying causal structure of the target domain, and instead
exploit statistical invariances within source domains1.

3.1 Invariance learning for domain generalization

This section studies the generalization guarantees of a common class of invariant predictors in the
language of selection diagrams that will serve to motivate a broader class of domain generalization
tasks.
Definition 4 (Invariant predictor). Given selection diagrams tGi,j : i, j “ 1, . . . , ku, an invariant

predictor is given by EP rY | zs where pY |ù S | ZqGi,j for i, j “ 1, . . . , k and the expectation is

taken with respect to any P among source domain distributions. Let Finv denote the class of invariant

predictors.

Definition 5 (Domain-independent Markov boundaries). Given a set of selection diagrams tGi,j :
i, j “ 1, . . . , ku, a set Z Ä V is called a domain-independent Markov boundary for Y if for all

i, j “ 1, . . . , k: 1. pY |ù S | ZqGi,j , 2. pW �KK Y | ZzW qGi,j for all W P Z, and 3. for every subset

R Ä VzZ either pY �KK S | Z,RqGi,j or pR |ù Y | ZqGi,j for i, j “ 1, . . . , k.

Domain-independent Markov boundaries Z are designed to be informative for predicting Y , to be
stable conditional distributions across source domains, and minimal, in the sense that no proper subset
of Z is a domain-independent Markov boundary. In general, such a set is not guaranteed to exist.
For example, in Fig. 1a there is no set that separates Y from all selection nodes, i.e. condition (1) in
Def. 5 is violated for any subset of V (and by implication no invariant predictor exists). Moreover,
contrary to the conventional Markov boundary [26], it is not guaranteed to be unique. For example,
in Fig. 3a both tX1, X2, X5u and tX1, X3, X4u are domain invariant Markov boundaries. Which
one is most informative to predict Y is undecidable from the graph structure alone, i.e. it depends the
exact functional associations between variables.
Proposition 1 (Optimal invariant predictor). Given selection diagrams tGi,j : i, j “ 1, . . . , ku, an

optimal invariant predictor is defined as,

arg min

fPFinv

max
i“1,...,k

EP irpY ´ fpXqq
2
s. (2)

Such a solution is a function of Z Ñ X, which is a domain-independent Markov boundary for Y P V.

1Find a longer discussion of limitations, trade-offs, and additional related work in Appendices A and B.
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Invariant predictors may be desirable due to their stability in source domains although the extent to
which predictors will generalize outside of source domains depends on the structure of MpG˚

q and
on the differences in structure with respect to source domains. In general, structural invariances across
source domains need not hold outside of source domains. For example, given two source domains
⇡1,⇡2 described by G1,2 in Fig. 3b, it holds that EP 1rY | x1, x2s “ EP 2rY | x1, x2s is an optimal
invariant predictor, but it may not be optimal in a target domain ⇡˚ if the same invariance doesn’t
hold. For example, given G˚,1 and G˚,2 in Figs. 3c and 3d EP 2rY | x1, x2s ‰ EP˚ rY | x1, x2s.

In general, the error in Def. 3 for any predictor f can be written as,

max
MPMpG˚q

´
EPM rpY ´ EPM rY | Xsq

2
s ` EPM rpEPM rY | Xs ´ fpXqq

2
s

¯
.

The second term in this expression quantifies the difference between the chosen predictor f and the
best worst-case target domain predictor. Even if f is an optimal invariant predictor, this term may be
arbitrarily large if a general class of SCMs MpG˚

q with arbitrary differences with source domains is
under consideration. Optimal invariant predictors are best worst-case solutions in a limited set of
scenarios.
Proposition 2 (Generalization guarantee for optimal invariant predictors). Given a set of selection

diagrams tGi,j : i, j “ 1, . . . , ku, let � “
î

i,j �
i,j

be the set of variables in V whose causal

mechanisms differ between any two source domains, and let S “ tSV : V P �u. The optimal

invariant predictor is a solution to Eq. (1) if selection nodes in all selection diagrams tG˚,i : i “

1, . . . , ku are given by S with edges tSV Ñ V uSV PS.

This proposition shows that an optimal invariant predictor has lowest generalization error in the
sense of Eq. (1) only in the space of target SCMs MpG˚

q with the same structural invariances
observed across source domains. Otherwise, better predictors are achievable. This observation
includes predictors using causal parents as a conditioning set (also often understood as desirable for
domain generalization) which, similarly, define robust predictors for a target domain if invariance in
the association between causal parents and outcomes is assumed. This must not be true in general.
For example, in Fig. 1, EParY | w, x2s ‰ EP˚ rY | w, x2s, and EP brY | w, x2s ‰ EP˚ rY | w, x2s,
and thus predictors based on causal parents pw, x2q may not be invariant or extrapolate well.

This section aimed at illustrating the challenges around designing predictors with well-defined (worst-
case) generalization guarantees without explicitly encoding the structural differences to be expected
across domains. Moreover, independently of whether solutions to a worst-case optimization problem
can be found, they say nothing about the range of values optimal prediction functions EP˚ rY | xs

may take in other distributions P˚ away from the worst-case. In the following section, we attempt to
define predictors and ranges of predictors with guarantees to arbitrary sets MpG˚

q.

4 Partial transportability

The uncertainty and inherent under-identifiability of solutions to domain generalization problems
motivates us to define the task of partial transportability, that extends the literature on domain
generalization by considering bounds on the value of queries EP˚ rY | xs in a target domain ⇡˚.

Task (Partial Transportability). Derive a tight bound rl, us over EP˚ rY | xs with knowledge

of selection diagrams tG˚,i : i “ 1, . . . , ku, a corresponding collection of data distributions

tP i
pvq : i “ 1, . . . , ku. Algorithmically, this may be written as a solution to,

min / max
MPMpG˚q

EPM rY | xs, such that @V R �˚,i : f˚
V “ f i

V , P
˚

puV q “ P i
puV q. (3)

In words, the task is to evaluate the minimum and maximum values over all possible SCMs M
compatible with tG˚,i : i “ 1, . . . , ku that define the structurally invariant mechanisms in the system.
Such a bound, if the optimization problem can be solved, is provably tight, in the sense that there
exist SCMs M1,M2

P MpG˚
q such that EPM1 rY | xs and EPM2 ry | xs are equal to the lower and

upper bounds, respectively. Similarly, by definition, a particular "worst-case" member M P MpG˚
q

must be included in the interval returned by the solution to the partial transportability task.

Recall that selection nodes and edges in selection diagrams indicate the potential for a discrepancy of
causal mechanisms across domains and causal effect, respectively. While structural assumptions may
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be strong, there is a degree of mis-specification that can be tolerated. In particular, bounds remain
valid, i.e. true query is contained in bound, even if selection diagrams assumed are "super-structures"
of the true underlying system. A selection diagram G̃a,b defined as a graph pV Y S̃, Ẽq is said to be a
super-structure of a selection diagram Ga,b

“ pV Y S, Eq if S Ñ S̃ and E Ñ Ẽ .
Proposition 3. Let rlpxq, upxqs be the solution to a partial transportability task with selection

diagrams tG˚,i : i “ 1, . . . , ku, and let rl̃pxq, ũpxqs be an alternative solution derived with super-

structures of tG˚,i : i “ 1, . . . , ku. Then, rlpxq, upxqs Ñ rl̃pxq, ũpxqs.

This proposition shows that correct inference is possible even if there is uncertainty in the presence
of edges and selection nodes, by considering super-structures of selection diagrams. For example, if
one is unsure about the presence of a discrepancy or of an unobserved confounder, one may consider
a selection diagram that includes both and still make correct inference. The partial transportability
formalism also opens new avenues for defining point estimates. One alternative that can be argued for
is to consider predictions based on the median across M P MpG˚

q, written med
MPMpG˚q

EPM rY | xs,

which has the following extrapolation guarantee.
Proposition 4. Fix x, and let rlpxq, upxqs denote the solution to a partial transportability task. Then,

max
MPMpG˚q

EPM rpY ´ med
MPMpG˚q

EPM rY | xsq
2
s

§ max
MPMpG˚q

´
EPM rpY ´ EPM rY | xsq

2
s `

1

4
EPM rpupxq ´ lpxqq

2
s

¯
.

Under the condition that the irreducible error EPM rpY ´ EPM rY | xsq
2
s is constant across M P

MpG˚
q, medMPMpG˚qEPM rY | xs is a solution to the problem in Def. 3.

This proposition says that the error of the median is, at most, off from the optimal predictor by "half

the range of possible values of EP˚ rY | xs compatible with the data and assumptions" and that this
error is optimal in the worst case (under restrictions on how the expected conditional variance is
allowed to vary). This result is important because it applies to any set of target causal graph, source
domains, and selection diagrams. It is more difficult, however, to relate to optimal invariant predictors.
In general, there is no reason to believe that the invariant predictor has any special performance
guarantee with respect to other solutions in rlpxq, upxqs. For example, an optimal invariant predictor
may not even be contained in the interval returned by the partial transportability task.
Proposition 5. In general, invariant predictors may lie outside of the solution of the partial trans-

portability task.

This, however, does not mean that the proposed median is always superior to the optimal invariant
predictor, e.g. in settings where the expected conditional variance changes across domains or if the
target SCM M˚ is far from the worst case member of MpG˚

q an optimal invariant predictor may
outperform.

5 Algorithms for partial transportability

A query of interest, such as EP˚ rY | xs, may be uniquely expressed in terms of functions F
and exogenous distributions P pUq that parameterize the underlying target domain. For example,
P˚

py, w, x1, x2q may be written as
ª

⌦U

tfY pw, x2, uwyq “ yu tfW px1, uwyq “ wu tfX1,X2pux1x2q “ x1, x2udP puq. (4)

The definition of selection diagrams then determines which functions and exogenous probabilities
are invariant across domains. However, selection diagrams don’t determine their parametric form or
distributional family. If V is observed to be continuously-valued a number of (untestable) choices
could be made, e.g. linearity, Gaussian distributions, to eventually define a latent variable model
where inference could be done. In this section, we present an alternative (non-parametric) approach
applicable to discretely-valued endogenous variables, that is each V P V taking values in a finite
space of outcomes, while each U P U can be associated with an arbitrary probability density function
P puq and each f P F can be arbitrary.
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Definition 6 (Discrete SCMs). Let N denote the set of discrete SCM N “ xV,U,F , P y where P
defines exogenous probabilities of discrete variables U P U with cardinality dU “

±
V PPapCU q |⌦V |

and each fV is a deterministic mapping between finite domains ⌦PAV ˆ ⌦UV fiÑ ⌦V .

The significance of this definition lies in the generality of this class of SCMs for the purpose of
bounding transportability queries.
Corollary 1. The solution rl, us to the partial transportability task over the space of discrete SCMs

N compatible with a set of selection diagrams is guaranteed to be a valid and tight bound over the

unknown target query,

min / max
MPM

EPM rY | xs “ min / max
NPN

EPN rY | xs. (5)

This corollary to [42, Prop. 2.6] allows us to systematically parameterize transportability queries
without making strong choices on P puq (as probabilities are discrete with well-defined cardinality
and can be uniquely parameterized) and F (as functions are deterministic mappings between known
finite spaces). This parameterization preserves invariances between domains. We propose a Bayesian
inference algorithm with this discrete parameterization; similar proposals could be developed for
continuously-valued variables with specific functional and distributional choices, e.g. linear Gaussian
latent variable models. The following proposal follows the Gibbs sampling procedure of [12, 42, 10].

5.1 Inferring bounds via credible intervals

Bounds rlpxq, upxqs can be approximated with %100 credible intervals P plpxq † EP˚ rY | xs †

upxq | v̄q “ 1 on a query’s posterior distributions. In particular, credible intervals on the posterior of
EP˚ rY | xs can be evaluated by approximating the expectation,

Er tlpxq † EP˚ rY | xs † upxqu | v̄s “ P plpxq † EP˚ rY | xs † upxq | v̄q

provided with finite samples v̄ :“ pv̄⇡1 , . . . , v̄⇡kq, where v̄⇡i “ tvpjq
⇡i : j “ 1, . . . , niu are ni

independent sampled collected in domain ⇡i. Given the parameterization in Def. 6, EP˚ rY |

xs is fully determined by its parameters for which we proceed to define prior distributions. In
particular, for every V P V,@paV ,uV , the functional assignment parameters ⇠ppaV ,uV q

V
2 are drawn

uniformly in the discrete domain ⌦V . For every U P U, exogenous probabilities ✓U with dimension
dU “

±
V PPapCU q |⌦V | are drawn from a prior Dirichlet distribution, ✓U “ p✓1, . . . , ✓dU q „

Dirichlet p↵1, . . . ,↵dU q, with hyperparameters ↵1, . . . ,↵dU .

Only parameters that are shared between the target domain and a particular source domain can be
updated with data from it. For example, given our introductory example Fig. 1 and the parameter-
ization in Eq. (4), it holds that P p⇠Y | v̄⇡aq ‰ P p⇠Y q and P p✓Y | v̄⇡aq ‰ P p⇠Y q as the source
domain ⇡a is informative for the causal assignment of Y , i.e. no selection node into Y in G˚,a.
In contrast, P p⇠W | v̄⇡aq “ P p⇠W q and P p✓W | v̄⇡aq “ P p⇠W q as the assignment of W differs
across domains. The distributions P p⇠Y | v̄⇡aq, P p✓Y | v̄⇡aq are not tractable as both depend on the
value of unobservables U , although P p⇠Y | v̄⇡a , ū⇡aq, P p✓Y | v̄⇡a , ū⇡aq, i.e. given the value U of
each observed example in ⇡a, are analytically tractable. The former is a deterministic quantity in ⌦Y ,
and the latter is again a Dirichlet distribution due to conjugacy. One may thus use a recursive Gibbs
sampling procedure to obtain a Markov chain that eventually approximates P pu, ⇠,✓ | v̄⇡aq.

The upper and lower ↵ quantile among T samples of this expression gives us a p1 ´ ↵q credible
interval l̂↵ † EP˚ ry | xs † û↵ defined by,

l̂↵pxq :“ suptx :
ÿ

t

tEP˚ rY | xs
ptq

§ xu “ ↵{2u,

û↵pxq :“ inftx :
ÿ

t

tEP˚ rY | xs
ptq

§ xu “ 1 ´ ↵{2u.

The following Theorem shows that credible intervals rl̂0pxq, û0pxqs converge to the true (tight)
bounds rlpxq, upxqs for the unknown query EP˚ rY | xs and can be used as approximate solutions to
the partial transportability task in systems of discretely-observed endogenous variables, irrespective
of the form of F or P pUq.

2We write ⇠ppaV ,uV q
V :“ fV ppaV ,uV q P ⌦V and ✓u :“ P pU “ uq P r0, 1s to emphasize the model

parameters. We refer the reader to Appendix E for all details on posterior computation.
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Theorem 1. In systems of discretely-observed endogenous variables, credible interval rl̂0pxq, û0pxqs

contains the solution to the partial transportability task rlpxq, upxqs for any ni, and coincides with

rlpxq, upxqs as ni Ñ 8, in observable domains ⇡i
, i “ 1, . . . , k.

6 Experiments

This section evaluates credible intervals and the performance of solutions derived from it on two
synthetic examples. For the approximation of bounds and expectations, we draw 5,000 samples from
posterior distributions P p¨ | v̄q. Further details, experiments, and all data generating mechanisms are
given in Appendix D.

6.1 Example on Smoking and Lung Cancer

This experiment is inspired by the debate around the relationship between smoking and lung cancer
in the 1950’s [38]. We use a scientifically-grounded variation of the front-door graph that includes an
individual’s smoking status S, presence of tar in the lungs T , wealth W , and lung cancer status C,
acknowledging for the presence of confounding factors, e.g. an individual’s genetic profile.

Coverage, width, and tightness of credible intervals. We consider the task of inferring cancer
probability distributions in the French population ⇡FR from corresponding data in ⇡UK where the
prevalence of smoking is, however, known to be different. The selection diagram is given in Fig. 6a.
We evaluate the quality of credible intervals for P FR

pC “ 1 | S “ 1q across a range of different data
generating mechanisms. In particular, we consider 1000 pairs of SCMs M “ xV,U,F , P y for the
FR and UK populations designed to cover a large set of possible specifications, including continuous
exogenous distributions for P pUq, U P U and non-linear functional associations for fV , V P V,
while being consistent with the given selection diagrams.

Figure 4: Posterior samples and credible intervals.

Fig. 4 (left) gives, as an example using a cho-
sen pair of SCMs, posterior samples and corre-
sponding 100% credible intervals, with widths
equal to 0.78, 0.69, 0.65. Over all pairs of
SCMs, 100% credible interval cover the true
probability in 100, 99.6, 99.5 percent of exper-
iments for sample sizes of 100, 1000, 10000,
respectively, which empirically validates the
guarantee in Thm. 1. The tightness of 100% credible intervals is harder to evaluate as we do not have
ground truth bounds to any partial transportability task; except when the transportability query is
known to be identifiable in which case it is given by a unique value. For illustration, we provide an
example of "tightness of bounds with increasing sample size" in a model in which we removed the
influence of unobserved confounding; leading to a uniquely computable probability equal to 0.1120.
Fig. 4 (right) shows posterior samples for P FR

pC “ 1 | S “ 1q with increasing sample size which
we observe to converge to its underlying value.

Prediction performance across domains. Next, we consider the task of designing cancer prediction
rules for optimal performance in the french population ⇡FR using source data. We introduce an
additional training domain to be able to define invariant predictors: data from a Swedish population
⇡SW whose structural differences with ⇡UK and with ⇡FR are given in Figs. 6b and 6c. The median
value medpl̂0, û0q for the optimal prediction rule EP FR rC | t, w, ss can be computed using data from
⇡UK and ⇡SW with the proposed approach. For comparison, across ⇡UK and ⇡SW, an optimal invariant
predictor (Def. 4) is given by EPUK rC | t, w, ss “ EP SW rC | t, w, ss which, however, is not equal
to EP FR rC | t, w, ss as no set blocks the open path between the selection node SS and the cancer
variable C in GFR,UK. We consider also the common strategy of using causal parents for prediction,
i.e. using the prediction rule EPUK rC | t, wsp“ EP SW rC | t, wsq which, similarly, is not invariant
across domains. Fig. 6d reports mean squared errors over multiple datasets drawn from the underlying
SCMs. We observe that, indeed, the prediction rule EPUK rC | t, w, ss underperforms in ⇡FR as it
is not expected to have any meaningful performance guarantee. Similarly, prediction using causal
parents EPUK rC | t, ws underperforms. In contrast, the median of the derived bound proves to be
a better predictor in this case and is the only predictor with a guarantee of optimal performance
in the "worst-case" domain compatible with the selection diagrams (Prop. 4). For reference, the
theoretically optimal predictor EP FR rC | t, w, ss has a mean error of .1220.
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(a) GFR,UK

S T C

WSS

SW

(b) GFR,SW

S T C

W

SW

(c) GSW,UK

⇡FR

EP UK rc|t, ws .1502 (.005)
EP UK rc|t, w, ss .1448 (.004)
medpl̂0, û0q .1361 (.005)

(d) Performance comparisons.

Figure 6: (a-c) Selection diagrams. (d) Mean squared error for cancer prediction on a sample of data from P FR.

6.2 Prediction of Alzheimer’s disease across hospitals

⇡˚

EP a ry|w, x1, x2s .3640 (.003)
EP a ry|w, x2s .4244 (.002)
EP b ry|w, x2s .4013 (.002)
medpl̂0, û0q .2961 (.008)

Figure 5: Performance comparisons.

This experiment reconsiders the introductory example (Fig. 1)
that described the design of prediction rules for the develop-
ment of Alzheimer’s disease in a target hospital ⇡˚ in which
no data has been recorded. Instead, we have access to data
from two related studies conducted in hospitals ⇡a and ⇡b.
Invariant predictors are uniquely defined and given by the
function fpw, x1, x2q “ EParY | w, x1, x2s “ EP brY |

w, x1, x2s although note that, in this example, this condi-
tional expectation is not invariant in the target domain due to the difference in the causal mechanisms
associated with blood pressure W , see Fig. 1c. Similarly, predictors using causal parents only, given
by EParY | w, x2s and EP brY | w, x2s, as they are not equal across hospitals ⇡a and ⇡b due to the
open path between SX1 and Y once we condition on W , may be considered as prediction functions.
Due to the differences across source and target domains, however, none of these predictors can be
expected to have any special performance guarantee. Fig. 5 gives mean squared errors on random data
samples from ⇡˚. The proposed strategy (median of posterior distributions of EP˚ rY | w, x1, x2s)
outperforms. For reference, the underlying function EP˚ rY | w, x1, x2s has mean error .2434.

7 Conclusion

The domain generalization problem is a fundamental challenge that requires some notion of related-
ness between domains to ensure that algorithms extrapolate as intended. Multiple proposals exist to
exploit selected types of invariances including invariances encoded in individual components of an
underlying causal model. This paper studied the domain generalization problem through a causal
lens, contrasted with data-driven, invariance learning alternatives that are popular in the literature.
Our contribution is to introduce the task of partial transportability that seeks to automatically derive
informative bounds for the value of a conditional expectation EP˚ rY | xs in an unseen domain
⇡˚ using domain knowledge, in the form of causal diagrams, and data from source domains. Such
bounds capture the uncertainty in optimal prediction functions and can be used to derive point
estimates with guarantees on extrapolation. In systems of discrete observables, we showed that we
can design provably consistent algorithms for this problem. We hope this work can provide a better
understanding of the assumptions and trade-offs involved in the construction of more robust and
generalizable learning systems.
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